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Substitute sequence Listing 08702-0100. txt 
SEQUENCE LISTING 

<110> wyeth 

Wolf man, Neil 



<120> 


MODIFIED AND STABILIZED 


<130> 


08702.0100-00000 




<150> 
<151> 


10/071,499 
2002-02-08 




<150> 
<151> 


60/257,509 
2001-02-08 




<160> 


23 




<170> 


Patentin version 


3.1 


<210> 
<211> 
<212> 
<213> 


1 

375 
PRT 

Homo sapiens 




<400> 


1 




Met Gin Lys Leu Gin Leu 
1 5 


Cys val 



10 15 

val Ala Gly Pro val Asp Leu Asn Glu Asn ser Glu Gin Lys Glu Asn 
20 25 30 

val Glu Lys Glu Gly Leu Cys Asn Ala Cys Thr Trp Arg Gin Asn Thr 
35 40 45 

Lys Ser ser Arg lie Glu Ala lie Lys lie Gin lie Leu Ser Lys Leu 
50 55 60 

Arg Leu Glu Thr Ala Pro Asn lie ser Lys Asp val lie Arg Gin Leu 
65 70 75 80 

Leu Pro Lys Ala Pro Pro Leu Arg Glu Leu lie Asp Gin Tyr Asp val 
85 90 95 

Gin Arg Asp Asp Ser Ser Asp Gly ser Leu Glu Asp Asp Asp Tyr His 
100 105 110 

Ala Thr Thr Glu Thr lie lie Thr Met Pro Thr Glu Ser Asp Phe Leu 
115 120 125 

Met Gin Val Asp Gly Lys Pro Lys Cys Cys Phe Phe Lys Phe Ser Ser 
130 135 140 



Lys lie Gin Tyr Asn Lys val val Lys Ala Gin Leu Trp lie Tyr Leu 
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145 150 155 160 

Arg Pro Val Glu Thr Pro Thr Thr Val Phe val Gin lie Leu Arg Leu 
165 170 175 

lie Lys Pro Met Lys Asp Gly Thr Arg Tyr Thr Gly lie Arg Ser Leu 
180 185 190 

Lys Leu Asp Met Asn Pro Gly Thr Gly lie Trp Gin Ser lie Asp val 
195 200 205 

Lys Thr Val Leu Gin Asn Trp Leu Lys Gin Pro Glu Ser Asn Leu Gly 
210 215 220 

He Glu lie Lys Ala Leu Asp Glu Asn Gly His Asp Leu Ala val Thr 
225 230 235 240 

Phe Pro Gly Pro Gly Glu Asp Gly Leu Asn Pro Phe Leu Glu Val Lys 
245 250 255 

val Thr Asp Thr Pro Lys Arg Ser Arg Arg Asp Phe Gly Leu Asp Cys 
260 265 270 

Asp Glu His Ser Thr Glu Ser Arg Cys Cys Arg Tyr Pro Leu Thr val 
275 280 285 

Asp Phe Glu Ala Phe Gly Trp Asp Trp lie lie Ala Pro Lys Arg Tyr 
290 295 300 

Lys Ala Asn Tyr Cys Ser Gly Glu Cys Glu Phe val Phe Leu Gin Lys 
305 310 315 320 

Tyr Pro His Thr His Leu val His Gin Ala Asn Pro Arg Gly Ser Ala 
325 330 335 

Gly Pro Cys Cys Thr Pro Thr Lys Met Ser Pro lie Asn Met Leu Tyr 
340 345 350 

Phe Asn Gly Lys Glu Gin lie lie Tyr Gly Lys He Pro Ala Met Val 
355 360 365 

Val Asp Arg Cys Gly Cys Ser 
370 375 

<210> 2 

<211> 1125 

<212> DNA 

<213> Homo sapiens 
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<400> 2 

^ "5 "5 


LgcddCLCug 


Xg X L LdXdXX 


xdccxyxxxd 


tgctgattgt 


tgctggtcca 


fin 




d LgdgddCdy 


XgayCddddd 


yddddxyxyy 


aaaaagaggg 


gctgtgtaat 


1 1d 




yyaydCddola 


CdCXaddXv.X 


XVpddyddXdy 


aagccattaa gatacaaatc 


1 


CuCag LddaC 


xxcg xcxgga 


ddCayCXCCX 


daCaXCdgCd 


aagatgttat 


aagacaactt 


L'Wj 


LLdCCCddag 


^^^^^^^^ 


ccgggaacxg 


axxgaxcagx 


atgatgtcca gagggatgac 




dgcagcgdug 


gcxcxxxgyd 


agdXydCgdX 


XdXCdCgCXd 


caacggaaac 


aatcattacc 




dxgccLdCdg 


dyxcxyaxxx 


XCXaaXyCdd 


gxygaxygdd 


aacccaaatg 


ttgcttcttt 




dddL L LdgC L 


CXddddXaCa 


aXaCaaxaad 


gxdgxadayy 


cccaactatg 


gatatatttg 




dya^^^y^^y 


dydCXCCXdC 


ddCdyxyxxx 


yxyCdddXCC 


tgagactcat 


caaacctatg 




^ ^1 ^ ^ ^< ^ ^ 

dddydCyy Ud 


Cddgg Ld LdC 


xggddxccgd 


XCXCXgdddC 


ttgacatgaa 


cccaggcact 




^ ^ 4* ^ 

ggLdtt tggc 


agagcaxxga 


xgxgaagacd 


gxgxxgcdda 


attggctcaa 


acaacctgaa 


ODU 


XCCddC L Ldg 


gcaxxgaaax 


aaaagcxxxa 


gaxgagaaxg 


gtcatgatct 


tgctgtaacc 


i L\j 


^ ^ ^ ^ ^ ^ M M ^ ^ 

LLCCCdggdC 


caggagaaga 


xgggcxgaax 


ccgxxxxxag 


aggtcaaggt 


aacagacaca 


/ ou 


^ ^ ^ ^ ^ ^ ^ ^ ^ 

CCdddddgdL 


ccagaaggga 


xxxxggxcxx 


gacxgxgaxg 


agcactcaac 


agaatcacga 




tgctgtcgtt 


accctctaac 


tgtggatttt 


gaagcttttg 


gatgggattg 


gattatcgct 


900 


cctaaaagat 


ataaggccaa 


ttactgctct 


ggagagtgtg 


aatttgtatt 


tttacaaaaa 


960 


tatcctcata 


ctcatctggt 


acaccaagca 


aaccccagag 


gttcagcagg 


cccttgctgt 


1020 


actcccacaa 


agatgtctcc 


aattaatatg 


ctatatttta 


atggcaaaga 


acaaataata 


1080 


tatgggaaaa 


ttccagcgat 


ggtagtagac 


cgctgtgggt 


gctca 




1125 



<210> 3 

<211> 109 

<212> PRT 

<213> Homo sapiens 

<400> 3 

Asp Phe Gly Leu Asp Cys Asp Glu His Ser Thr Glu Ser Arg Cys Cys 
15 10 15 

Arg Tyr Pro Leu Thr Val Asp Phe Glu Ala Phe Gly Trp Asp Trp lie 
20 25 30 

lie Ala Pro Lys Arg Tyr Lys Ala Asn Tyr Cys Ser Gly Glu Cys Glu 
35 40 45 

Phe val Phe Leu Gin Lys Tyr Pro His Thr His Leu val His Gin Ala 
50 55 60 
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Asn Pro Arg Gly Ser Ala Gly Pro Cys Cys Thr Pro Thr Lys Met Ser 
65 70 75 80 

Pro lie Asn Met Leu Tyr Phe Asn Gly Lys Glu Gin lie He Tyr Gly 
85 90 95 

Lys lie Pro Ala Met val val Asp Arg Cys Gly Cys Ser 
100 105 

<210> 4 

<211> 327 

<212> DNA 

<213> Homo sapiens 

<400> 4 

gattttggtc ttgactgtga tgagcactca acagaatcac gatgctgtcg ttaccctcta 60 

actgtggatt ttgaagcttt tggatgggat tggattatcg ctcctaaaag atataaggcc 120 

aattactgct ctggagagtg tgaatttgta tttttacaaa aatatcctca tactcatctg 180 

gtacaccaag caaaccccag aggttcagca ggcccttgct gtactcccac aaagatgtct 240 

ccaattaata tgctatattt taatggcaaa gaacaaataa tatatgggaa aattccagcg 300 

atggtagtag accgctgtgg gtgctca 327 

<210> 5 

<211> 243 

<212> PRT 

<213> Homo sapiens 

<400> 5 

Asn Glu Asn Ser Glu Gin Lys Glu Asn val Glu Lys Glu Gly Leu Cys 
15 10 15 

Asn Ala Cys Thr Trp Arg Gin Asn Thr Lys Ser Ser Arg lie Glu Ala 
20 25 30 

lie Lys lie Gin lie Leu Ser Lys Leu Arg Leu Glu Thr Ala Pro Asn 
35 40 45 

lie Ser Lys Asp Val lie Arg Gin Leu Leu Pro Lys Ala Pro Pro Leu 
50 55 60 

Arg Glu Leu lie Asp Gin Tyr Asp val Gin Arg Asp Asp Ser ser Asp 
65 70 75 80 

Gly Ser Leu Glu Asp Asp Asp Tyr His Ala Thr Thr Glu Thr lie lie 
85 90 95 
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Thr Met Pro Thr Glu Ser Asp Phe Leu Met Gin val Asp Gly Lys Pro 
100 105 110 



Lys Cys Cys Phe Phe Lys Phe Ser Ser Lys lie Gin Tyr Asn Lys val 
115 120 125 

val Lys Ala Gin Leu Trp lie Tyr Leu Arg Pro val Glu Thr Pro Thr 
130 135 140 

Thr val Phe val Gin lie Leu Arg Leu lie Lys Pro Met Lys Asp Gly 
145 150 155 160 

Thr Arg Tyr Thr Gly lie Arg Ser Leu Lys Leu Asp Met Asn Pro Gly 
165 170 175 

Thr Gly lie Trp Gin Ser lie Asp Val Lys Thr Val Leu Gin Asn Trp 
180 185 190 

Leu Lys Gin Pro Glu Ser Asn Leu Gly lie Glu lie Lys Ala Leu Asp 
195 200 205 

Glu Asn Gly His Asp Leu Ala val Thr Phe Pro Gly Pro Gly Glu Asp 
210 215 220 

Gly Leu Asn Pro Phe Leu Glu val Lys val Thr Asp Thr Pro Lys Arg 
225 230 235 240 



Ser Arg Arg 



<210> 6 

<211> 729 

<212> DNA 

<213> Homo sapiens 

<400> 6 



aatgagaaca 


gtgagcaaaa 


agaaaatgtg 


gaaaaagagg 


ggctgtgtaa 


tgcatgtact 


60 


tggagacaaa 


acactaaatc 


ttcaagaata 


gaagccatta 


agatacaaat 


cctcagtaaa 


120 


cttcgtctgg 


aaacagctcc 


taacatcagc 


aaagatgtta 


taagacaact 


tttacccaaa 


180 


gctcctccac 


tccgggaact 


gattgatcag 


tatgatgtcc 


agagggatga 


cagcagcgat 


240 


ggctctttgg 


aagatgacga 


ttatcacgct 


acaacggaaa 


caatcattac 


catgcctaca 


300 


gagtctgatt 


ttctaatgca 


agtggatgga 


aaacccaaat 


gttgcttctt 


taaatttagc 


360 


tctaaaatac 


aatacaataa 


agtagtaaag 


gcccaactat 


ggatatattt 


gagacccgtc 


420 


gagactccta 


caacagtgtt 


tgtgcaaatc 


ctgagactca 


tcaaacctat 


gaaagacggt 


480 


acaaggtata 


ctggaatccg 


atctctgaaa 


cttgacatga 


acccaggcac 


tggtatttgg 


540 
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cagagcattg atgtgaagac agtgttgcaa aattggctca aacaacctga atccaactta 600 

ggcattgaaa taaaagcttt agatgagaat ggtcatgatc ttgctgtaac cttcccagga 660 

ccaggagaag atgggctgaa tccgttttta gaggtcaagg taacagacac accaaaaaga 720 

tccagaagg 729 



<210> 7 

<211> 407 

<212> PRT 

<213> Homo sapiens 

<400> 7 

Met val Leu Ala Ala Pro Leu Leu Leu Gly Rhe Leu Leu Leu Ala Leu 
1 5 10 15 

Glu Leu Arg Pro Arg Gly Glu Ala Ala Glu Gly Pro Ala Ala Ala Ala 
20 25 30 

Ala Ala Ala Ala Ala Ala Ala Ala Ala Gly val Gly Gly Glu Arg Ser 
35 40 45 

Ser Arg Pro Ala Pro Ser Val Ala Pro Glu Pro Asp Gly Cys Pro val 
50 55 60 

Cys val Trp Arg Gin His Ser Arg Glu Leu Arg Leu Glu Ser lie Lys 
65 70 75 80 

Ser Gin lie Leu Ser Lys Leu Arg Leu Lys Glu Ala Pro Asn lie Ser 
85 90 95 

Arg Glu Val Val Lys Gin Leu Leu Pro Lys Ala Pro Pro Leu Gin Gin 
100 105 110 

lie Leu Asp Leu His Asp Phe Gin Gly Asp Ala Leu Gin Pro Glu Asp 
115 120 125 

Phe Leu Glu Glu Asp Glu Tyr His Ala Thr Thr Glu Thr Val lie Ser 
130 135 140 

Met Ala Gin Glu Thr Asp Pro Ala val Gin Thr Asp Gly Ser Pro Leu 
145 150 155 160 

Cys Cys His Phe His Phe Ser Pro Lys Val Met Phe Thr Lys val Leu 
165 170 175 

Lys Ala Gin Leu Trp Val Tyr Leu Arg Pro val Pro Arg Pro Ala Thr 
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180 185 190 

val Tyr Leu Gin lie Leu Arg Leu Lys Pro Leu Thr Gly Glu Gly Thr 
195 200 205 

Ala Gly Gly Gly Gly Gly Gly Arg Arg His lie Arg lie Arg Ser Leu 
210 215 220 

Lys lie Glu Leu His Ser Arg Ser Gly His Trp Gin Ser He Asp Phe 
225 230 235 240 

Lys Gin val Leu His Ser Trp Phe Arg Gin Pro Gin Ser Asn Trp Gly 
245 250 255 

lie Glu lie Asn Ala Phe Asp Pro Ser Gly Thr Asp Leu Ala val Thr 
260 265 270 

Ser Leu Gly Pro Gly Ala Glu Gly Leu His Pro Phe Met Glu Leu Arg 
275 280 285 

Val Leu Glu Asn Thr Lys Arg Ser Arg Arg Asn Leu Gly Leu Asp Cys 
290 295 300 

Asp Glu His Ser Ser Glu Ser Arg Cys Cys Arg Tyr Pro Leu Thr Val 
305 310 315 320 

Asp Phe Glu Ala Phe Gly Trp Asp Trp lie lie Ala Pro Lys Arg Tyr 
325 330 335 

Lys Ala Asn Tyr Cys Ser Gly Gin Cys Glu Tyr Met Phe Met Gin Lys 
340 345 350 

Tyr Pro His Thr His Leu Val Gin Gin Ala Asn Pro Arg Gly Ser Ala 
355 360 365 

Gly Pro Cys Cys Thr Pro Thr Lys Met Ser Pro lie Asn Met Leu Tyr 
370 375 380 

Phe Asn Asp Lys Gin Gin lie lie Tyr Gly Lys lie Pro Gly Met val 
385 390 395 400 

val Asp Arg Cys Gly Cys Ser 
405 

<210> 8 

<211> 1221 

<212> DNA 

<213> Homo sapiens 
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<400> 8 

a. Lyy uyc i,i.y 


t.yy i.^\.v-y u l 


yL.LyL.LyyyL. 


LLL.V. LyL. Lv-L. 


LL.yL.v.L.Lyyci 




60 


cggggggagg 


cggccydyyy 


I. L. v. 1- y V. y y L. y 


ycyycyyuyy 


rnnmnrnnr 
LyyuyyL.yyt. 


yycyyudyi^y 


120 


gcgggggtcg 


ri/i n n n r> a n ^" rt 

ggggggagcg 


r"t* ^* f" a rt rT" rt rt 
\~ LL.L.dy L.L.yy 


CL.dy L.L.L.L.y L 


L.L.y LyyL.yL.u 


L.ydy ^L.yy d.^ 


180 


ggc tgucccg 


^rt"^rt/"n^^^rt 

Lgx.ycyi.LLy 


rt r* rtrt f*a rt a ^ 
yL.yyL.dyL.dL. 


artf rrtr*rtartr* 
dy L.L.y L.ydy L. 


Ly L.y L.L. Ldyd 


udy^d L^ddy 


240 


XCgCagaLCU 


Lydy Cdddv. u 


rt<*rtrt/*"t"/"a art 
yL.yyL.LL.ddy 


y dy y L.y L. L. L.d 


d^d LL.dy L.L.y 


L.ydyyxyyLy 


300 


aagcagcxgi. 


L y L. L. L,ddy y L. 


rt^^rt^/"rt/"^rt 
yL.L.yL.L.yL. Ly 


^artr*arta^f*/" 
L.dy L.dyd ll.i- 


•♦•rtrta rr't^a f a 
LyydL.L. LdL.d 


ma r*1"t'rT'an 


360 


ggcgacgcgc 


Ly v.dyL.i.L.ya 


rtrta^^^r^r^^rt 

yydL. L LL.L. Ly 


rtartnartna/^n 
ydyydyydL.y 


an^a f"f*a 
dy Ldccdcyc 


\.d^L>dL.L.ydy 


420 


aCCg LCa U Ld 


rt /" a i" rt rt /" a 

ycd LyyL.L.L.d 


rtrt3rtar*rtrta#" 
yydydL.yydL. 


r*r*artr'iirt"t'a<" 
L.L.dyL.dy LdL. 


artar*ana'^nn 
dydL.dyd Lyy 


r* a n r" rr* t" 1" t* r" 

L.dy^\.^ LL. LL. 


4S0 


Ly V. Ly L L 


L LL.dL. L LCdy 


wL.L.L.ddyy Ly 


a 1" n "t" "t" r^a r* a a 
d Ly L L\«dL.dd 


annl'ar't'riaa 


yy^^^ciy V. ^y 


S40 


uggy Ly Lacv, 


't"a/~rtrt/~/~"t"rt't~ 

Ldv.yy (.1. Ly l 


d L. L. L. L. y L. L, L.d 


rtrT'afantT'1' 
yL.L.dL.dy ll. l 


dL.L. LyL.dyciL 


r'l"l"nr'nar1"a 
\. u uy v.yd^ Ld 


600 


adclLLCC. tad 


^■^rtrtrtrta a rtrt 

c tggggddgg 


rtai^*~rtr*artrtrt 

ydL.L.yL,dyyy 


rtrtartrtrtrtrtr'rt 

gg^ggggg*-g 


ydyyccyyi-y 


1-r-ar*a1"rTn1" 


660 


a LLCy C LCdV. 


•^rta arta't'^rta 

tyddyd LLyd 


rt/~1"rt^a^'fT"a 
y L. LyL.dL. LL.d 


/~rtr"t"/~artrt/~r' 
L.y L. LL.dy y Lit. 


a1"1"nn^3nan 
d L Ly y k,<iy dy 


L.d L^ydv. L 




ddgcddy Lyx 


'^a^ar'art^'t'rt 
Ldl.dL.dyL.Ly 


y L LccycL.dy 


r*^ar*artartr*a 
L.CdL.dydyL.d 


a/"'t*rtrtrtrtr'a1" 
dv. Lyyyy L.d l 


pnanalT'aar* 
L.ydyd l L.ddL. 




gCC L LXyd LL. 


^^art"^rtrt/"a*" 

L.L.dy Lyy cdi. 


arta/~*"^rtrt/~^ 
dydL.L> LyyL. l 


yLvdCL.LL.L.v 


^ygyyccyyy 


dyL.L.ydyyyy 


R4n 


u Ly Ud LUUd L 


LL.d Lyydy L. l 


t"r*rtiirt't'fr"t'a 

LL.ydy LL.L.Ld 


nanaar'ar'aa 
ydyddCd^dd 


ddL.y L LL.L.L.y 


y L.yyddv.v. wy 


QOO 


yy LyydCL 


rt/~rta^rtart^a 

yL.yaL.ydyL.d 


^♦"^a art^rtart 
V. LL.ddyL.ydy 


^/"/"^rt/~^rtr"^ 
LL.L.uyL. LyL.L 


rt^r"rta^a^rT* 

yL.L.ydLdxi.L. 


^r"^^a/"art^rt 
L.L.LL.dL.dy Ly 




gactttgagg 


ctttcggctg 


ggactggatc 


atcgcaccta 


agcgctacaa 


ggccaactac 


1020 


tgctccggcc 


agtgcgagta 


catgttcatg 


caaaaatatc 


cgcataccca 


tttggtgcag 


1080 


caggccaatc 


caagaggctc 


tgctgggccc 


tgttgtaccc 


ccaccaagat 


gtccccaatc 


1140 


aacatgctct 


acttcaatga 


caagcagcag 


attatctacg 


gcaagatccc 


tggcatggtg 


1200 


gtggatcgct 


gtggctgctc 


t 








1221 



<210> 9 

<211> 109 

<212> PRT 

<213> Homo sapiens 

<400> 9 

Asn Leu Gly Leu Asp Cys Asp Glu His Ser Ser Glu Sen Arg Cys Cys 
15 10 15 

Arg Tyr Pro Leu Thr val Asp Phe Glu Ala Phe Gly Trp Asp Trp He 
20 25 30 

lie Ala Pro Lys Arg Tyr Lys Ala Asn Tyr Cys Ser Gly Gin Cys Glu 
35 40 45 
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Tyr Met Phe Met Gin Lys Tyr Pro His Thr His Leu val Gin Gin Ala 
50 55 60 

Asn Pro Arg Gly Ser Ala Gly Pro Cys Cys Thr Pro Thr Lys Met Ser 
65 70 75 80 

Pro lie Asn Met Leu Tyr Phe Asn Asp Lys Gin Gin lie lie Tyr Gly 
85 90 95 

Lys lie pro Gly Met val val Asp Arg Cys Gly Cys Ser 
100 105 

<210> 10 
<211> 327 

<212> DNA 

<213> Homo sapiens 
<400> 10 

aacctgggtc tggactgcga cgagcactca agcgagtccc gctgctgccg atatcccctc 60 

acagtggact ttgaggcttt cggctgggac tggatcatcg cacctaagcg ctacaaggcc 120 

aactactgct ccggccagtg cgagtacatg ttcatgcaaa aatatccgca tacccatttg 180 

gtgcagcagg ccaatccaag aggctctgct gggccctgtt gtacccccac caagatgtcc 240 

ccaatcaaca tgctctactt caatgacaag cagcagatta tctacggcaa gatccctggc 300 

atggtggtgg atcgctgtgg ctgctct 327 



<210> 11 

<211> 274 

<212> PRT 

<213> Homo sapiens 

<400> 11 

Ala Glu Gly Pro Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala 
15 10 15 

Ala Gly val Gly Gly Glu Arg ser Ser Arg Pro Ala Pro Ser Val Ala 
20 25 30 

Pro Glu Pro Asp Gly Cys Pro Val Cys Val Trp Arg Gin His Ser Arg 
35 40 45 

Glu Leu Arg Leu Glu Ser lie Lys Ser Gin lie Leu Ser Lys Leu Arg 
50 55 60 

Leu Lys Glu Ala Pro Asn lie Ser Arg Glu val val Lys Gin Leu Leu 
65 70 75 80 
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Pro Lys Ala Pro Pro Leu Gln Gln i1e Leu Asp Leu His Asp Phe Gln 
85 90 95 

Gly Asp Ala Leu Gln Pro Glu Asp Phe Leu Glu Glu Asp Glu Tyr His 
100 105 110 

Ala Thr Thr Glu Thr val lie Ser Met Ala Gln Glu Thr Asp Pro Ala 
115 120 125 

Val Gln Thr Asp Gly Ser Pro Leu Cys Cys His Phe His Phe Ser Pro 
130 135 140 

Lys val Met Phe Thr Lys val Leu Lys Ala Gln Leu Trp val Tyr Leu 
145 150 155 160 

Arg Pro Val Pro Arg Pro Ala Thr val Tyr Leu Gln lie Leu Arg Leu 
165 170 175 

Lys Pro Leu Thr Gly Glu Gly Thr Ala Gly Gly Gly Gly Gly Gly Arg 
180 185 190 

Arg His lie Arg lie Arg Ser Leu Lys lie Glu Leu His Ser Arg Ser 
195 200 205 

Gly His Trp Gln Ser lie Asp Phe Lys Gln Val Leu His Ser Trp Phe 
210 215 220 

Arg Gln Pro Gln Ser Asn Trp Gly lie Glu lie Asn Ala Phe Asp Pro 
225 230 235 240 

Ser Gly Thr Asp Leu Ala val Thr Ser Leu Gly Pro Gly Ala Glu Gly 
245 250 255 

Leu His Pro Phe Met Glu Leu Arg Val Leu Glu Asn Thr Lys Arg Ser 
260 265 270 



Arg Arg 



<210> 12 

<211> 822 

<212> DNA 

<213> Homo sapiens 

<400> 12 

gccgagggcc ccgcggcggc ggcggcggcg gcggcggcgg cggcagcggc gggggtcggg 
ggggagcgct ccagccggcc agccccgtcc gtggcgcccg agccggacgg ctgccccgtg 
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ggcagcacag ccgcgagctg cgcctagaga gcatcaagtc 


•0100. txt 

y ^oya c wy 


180 




ggctcaagga 


ggcgcccaac 


atcagccgcg 


aggtggtgaa 




240 




cgccgctgca 


gcagatcctg 


gacctacacg 


acttccaggg 


rnarororl'G 

^ya\.yv_yv. ^y 


300 


ay V. c \- y ay y 


acttcctgga 


ggaggacgag 


taccacgcca 


ccaccgagac 


roirat'l'aQr 

v.y c^bCi l ucxy v. 


360 


auyy t-ctayy 


agacggaccc 


agcagtacag 


acagatggca gccctctctg 


rtaccatttt 

V. uy u 1. 1* u 


420 


CdL u L(.ayuu 


ccaaggtgat 


gttcacaaag 


gtactgaagg 


cccagctgtg 


yy Lycav^ ua 


480 


cyyi.L Ly Lav. 


cccgcccagc 


cacagtctac 


ctgcagatct 


tgcgactaaa 




S40 


yyyyddyyyd 


ccgcaggggg 


agggggcgga 


ggccggcgtc 


acatccgtat 


\m\m\X\. Uy 


600 


aagattgagc 


tgcactcacg 


ctcaggccat 


tggcagagca tcgacttcaa 


gcaagtgcta 


660 


cacagctggt 


tccgccagcc 


acagagcaac 


tggggcatcg 


agatcaacgc 


ctttgatccc 


720 


agtggcacag 


acctggctgt 


cacctccctg 


gggccgggag 


ccgaggggct 


gcatccattc 


780 


atggagcttc 


gagtcctaga 


gaacacaaaa 


cgttcccggc 


gg 




822 



<210> 13 

<211> 23 

<212> PRT 

<213> Homo sapiens 

<400> 13 

Met Gin Lys Leu Gin Leu Cys val Tyr lie Tyr Leu Phe Met Leu lie 
15 10 15 



val Ala Gly Pro val Asp Leu 
20 



<210> 14 

<211> 24 

<212> PRT 

<213> Homo sapiens 

<400> 14 

Met val Leu Ala Ala Pro Leu Leu Leu Gly Phe Leu Leu Leu Ala Leu 
1 5 10 15 



Glu Leu Arg Pro Arg Gly Glu Ala 
20 



<210> 15 

<211> 232 

<212> PRT 

<213> Homo sapiens 

<400> 15 
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Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala 
15 10 15 

Pro Glu Leu Leu Gly Gly Pro Ser val Phe Leu Phe Pro Pro Lys Pro 
20 25 30 

Lys Asp Thr Leu Met lie Ser Arg Thr Pro Glu val Thr Cys val val 
35 40 45 

Val Asp val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr val 
50 55 60 

Asp Gly val Glu val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin 
65 70 75 80 

Tyr Asn ser Thr Tyr Arg val val Ser Val Leu Thr val Leu His Gin 
85 90 95 

Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala 
100 105 110 

Leu Pro Ala Pro lie Glu Lys Thr lie Ser Lys Ala Lys Gly Gin Pro 
115 120 125 

Arg Glu Pro Gin Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr 
130 135 140 

Lys Asn Gin val Ser Leu Thr Cys Leu val Lys Gly Phe Tyr Pro Ser 
145 150 155 160 

Asp lie Ala val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr 
165 170 175 

Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr 
180 185 190 

Ser Lys Leu Thr val Asp Lys Ser Arg Trp Gin Gin Gly Asn val Phe 
195 200 205 

Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gin Lys 
210 215 220 

Ser Leu Ser Leu Ser Pro Gly Lys 
225 230 

<210> 16 
<211> 227 
<212> PRT 
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<213> Homo sapiens 
<400> 16 

Asp Lys Thr His Thr cys Pro Pro Cys Pro Ala Pro Glu Ala Leu Gly 
15 10 15 

Ala Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met 
20 25 30 

lie Ser Arg Thr Pro Glu Val Thr Cys Val Val val Asp Val Ser His 
35 40 45 

Glu Asp Pro Glu val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu val 
50 55 60 

His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser Thr Tyr 
65 70 75 80 

Arg val val ser val Leu Thr val Leu His Gin Asp Trp Leu Asn Gly 
85 90 95 

Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro lie 
100 105 110 

Glu Lys Thr lie Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin val 
115 120 125 

Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gin val Ser 
130 135 140 

Leu Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp lie Ala val Glu 
145 150 155 160 

Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro 
165 170 175 

val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr val 
180 185 190 

Asp Lys Ser Arg Trp Gin Gin Gly Asn val Phe Ser cys Ser val Met 
195 200 205 

His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu Ser 
210 215 220 

Pro Gly Lys 
225 
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<210> 17 

<211> 4 

<212> PRT 

<213> Homo sapiens 

<400> 17 

Gly Ser Gly Ser 
1 



<210> 18 

<211> 4 

<212> PRT 

<213> Human 

<400> 18 

Arg Ser Arg Arg 
1 



<210> 19 

<211> 7 

<212> PRT 

<213> Human 

<400> 19 

Ala Glu Gly Pro Ala Ala Ala 
1 5 

<210> 20 

<211> 498 

<212> PRT 

<213> chimera 

<400> 20 

Met Met Gin Lys Leu Gin Met Tyr val Tyr lie Tyr Leu Phe Met Leu 
15 10 15 

lie Ala Ala Gly Pro Val Asp Leu Asn Glu Gly Ser Glu Arg Glu Glu 
20 25 30 

Asn Val Glu Lys Glu Gly Leu Cys Asn Ala Cys Ala Trp Arg Gin Asn 
35 40 45 

Thr Arg Tyr Ser Arg lie Glu Ala lie Lys lie Gin lie Leu Ser Lys 
50 55 60 

Leu Arg Leu Glu Thr Ala Pro Asn lie ser Lys Asp Ala lie Arg Gin 
65 70 75 80 

Leu Leu Pro Arg Ala Pro Pro Leu Arg Glu Leu lie Asp Gin Tyr Asp 
85 90 95 
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val Gin Arg Asp Asp Ser ser Asp Gly ser Leu Glu Asp Asp Asp Tyr 
100 105 110 

His Ala Thr Thr Glu Thr lie lie Thr Met Pro Thr Glu Ser Asp Phe 
115 120 125 

Leu Met Gin Ala Asp Gly Lys Pro Lys Cys Cys Phe Phe Lys Phe Ser 
130 135 140 

ser Lys lie Gin Tyr Asn Lys val val Lys Ala Gin Leu Trp lie Tyr 
145 150 155 160 

Leu Arg Pro Val Lys Thr Pro Thr Thr Val Phe Val Gin lie Leu Arg 
165 170 175 

Leu He Lys Pro Met Lys Asp Gly Thr Arg Tyr Thr Gly lie Arg Ser 
180 185 190 

Leu Lys Leu Asp Met Ser Pro Gly Thr Gly lie Trp Gin Ser lie Asp 
195 200 205 

Val Lys Thr Val Leu Gin Asn Trp Leu Lys Gin Pro Glu Ser Asn Leu 
210 215 220 

Gly lie Glu lie Lys Ala Leu Asp Glu Asn Gly His Asp Leu Ala val 
225 230 235 240 

Thr Phe Pro Gly Pro Gly Glu Asp Gly Leu Asn Pro Phe Leu Glu Val 
245 250 255 

Lys Val Thr Asp Thr Pro Lys Arg ser Glu Pro Arg Gly Pro Thr lie 
260 265 270 

Lys Pro Cys Pro Pro Cys Lys cys Pro Ala Pro Asn Leu Glu Gly Gly 
275 280 285 

Pro ser val Phe lie Phe Pro Pro Lys lie Lys Asp val Leu Met lie 
290 295 300 

ser Leu ser Pro lie val Thr Cys val val val Asp val Ser Glu Asp 
305 310 315 320 

Asp Pro Asp val Gin lie Ser Trp Phe val Asn Asn val Glu val His 
325 330 335 

Thr Ala Gin Thr Gin Thr His Arg Glu Asp Tyr Asn Ser Thr Leu Arg 
340 345 350 
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Val val Ser Ala Leu Pro lie Gin His Gin Asp Trp Met Ser Gly Lys 
355 360 365 

Ala Phe Ala Cys Ala val Asn Asn Lys Asp Leu Pro Ala Pro lie Glu 
370 375 380 

Arg Thr lie Ser Lys Pro Lys Gly Ser val Arg Ala Pro Gin val Tyr 
385 390 395 400 

Val Leu Pro Pro Pro Glu Glu Glu Met Thr Lys Lys Gin val Thr Leu 
405 410 415 

Thr Cys Met val Thr Asp Phe Met Pro Glu Asp lie Tyr val Glu Trp 
420 425 430 

Thr Asn Asn Gly Lys Thr Glu Leu Asn Tyr Lys Asn Thr Glu Pro val 
435 440 445 

Leu Asp Ser Asp Gly Ser Tyr Phe Met Tyr ser Lys Leu Arg val Glu 
450 455 460 

Lys Lys Asn Trp Val Glu Arg Asn Ser Tyr Ser Cys Ser val val His 
465 470 475 480 

Glu Gly Leu His Asn His His Thr Thr Lys Ser Phe Ser Arg Thr Pro 
485 490 495 

Gly Lys 



<210> 21 

<211> 496 

<212> PRT 

<213> chimera 

<400> 21 

Met Met Gin Lys Leu Gin Phe lie Tyr val Tyr lie Tyr Leu Phe Asn 
15 10 15 

Leu lie Ala Ala Gly Pro val Asp Leu Asn Asn lie Glu Gly Ser Glu 
20 25 30 

Arg Glu Glu Asn val Glu Lys Glu Gly Leu Cys Asn Ala Cys Ala Trp 
35 40 45 

Arg Gin Asn Thr Arg Tyr Ser Arg lie Glu Ala He Lys lie Gin lie 
50 55 60 
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Leu Ser Lys Leu Arg Leu Glu Thr Ala Pro lie Asn lie Ser Lys Asp 
65 70 75 80 

Ala lie Arg Gin Leu Leu Pro Arg Ala Pro Pro Leu Arg Glu Leu lie 
85 90 95 

Asp Gin Tyr Asp val Gin Arg Asp Asp Ser Ser Asp Gly Ser Leu Glu 
100 105 110 

Asp Asp Asp Tyr His Ala Thr Thr Glu Thr lie lie Thr Met Pro Thr 
115 120 125 

Glu Ser Asp Phe Leu Met Gin Ala Asp Gly Lys Pro Lys Cys cys Phe 
130 135 140 

Phe Lys Phe Ser Ser Lys lie Gin Tyr Asn Asn Asn Lys val val Lys 
145 150 155 160 

Ala Gin Leu Trp lie Tyr Leu Arg Pro Val Lys Thr Pro Thr Thr val 
165 170 175 

Phe Val Gin lie Leu Arg Leu lie Lys Pro Met Lys Asp Gly Thr Arg 
180 185 190 

Tyr Thr Gly lie Arg Ser Leu Lys Leu Asp Met Ser Pro Gly Thr Gly 
195 200 205 

He Trp Gin Ser lie Asp Val Lys Thr Val Leu Gin Asn Trp Leu Lys 
210 215 220 

Gin Pro Glu Ser Asn Leu Gly lie Glu lie Lys Ala Leu Asp Glu Asn 
225 230 235 240 

Gly His Asp Leu Ala val Thr Phe Pro Gly Pro Gly Glu Asp Gly Leu 
245 250 255 

Asn Pro Phe Leu Glu Val Lys Val Thr Asp Thr Pro Lys Arg ser Gly 
260 265 270 

Ser Gly ser Glu Pro Arg Gly Pro Thr lie Lys Pro Cys Pro Pro Cys 
275 280 285 

Lys Cys Pro Ala Pro Asn Leu Glu Gly Gly Pro Ser val Phe lie Phe 
290 295 300 

Pro Pro Lys lie Lys Asp val Leu Met lie Ser Leu Ser Pro lie Val 
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305 310 315 320 

Thr cys val val val Asp val ser Glu Asp Asp Pro Asp val Gin lie 
325 330 335 

ser val His Thr Ala Gin Thr Gin Thr His Arg Glu Asp Tyr Asn Ser 
340 345 350 

Thr Leu Arg val val Ser Ala Leu Pro lie Gin His Gin Asp Trp Met 
355 360 365 

ser Gly Lys Ala Phe Ala Cys Ala Val Asn Asn Lys Asp Leu Pro Ala 
370 375 380 

Pro lie Glu Arg Thr lie Ser Lys Pro Lys Gly ser Val Arg Ala Pro 
385 390 395 400 

Gin val Tyr Val Leu Pro Pro Pro Glu Glu Glu Met Thr Lys Lys Gin 
405 410 415 

val Thr Leu Thr Cys Met Val Thr Asp Phe Met Pro Glu Asp lie Tyr 
420 425 430 

val Glu Trp Thr Asn Asn Gly Lys Thr Glu Leu Asn Tyr Lys Asn Thr 
435 440 445 

Glu Pro Val Leu Asp Ser Asp Gly Ser Tyr Phe Met Tyr Ser Lys Leu 
450 455 460 

Arg val Glu Lys Arg Asn Ser Tyr Ser Cys Ser val Val His Glu Gly 
465 470 475 480 

Leu His Asn His His Thr Thr Lys Ser Phe Ser Arg Thr Pro Gly Lys 
485 490 495 



<210> 22 

<211> 497 

<212> PRT 

<213> chimera 

<400> 22 

Met Met Gin Lys Leu Gin Leu Cys val Tyr lie Tyr Leu Phe Met Leu 
15 10 15 

lie val Ala Gly Pro Val Asp Leu Asn Glu Asn ser Glu Gin Lys Glu 
20 25 30 

Asn Val Glu Lys Glu Gly Leu Cys Asn Ala Cys Thr Trp Arg Gin Asn 
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35 40 45 

Thr Lvs ser Ser Arg lie Glu Ala lie Lys lie Gin lie Leu Sen Lys 
50 55 60 

Leu Arg Leu Glu Thr Ala Pro Asn lie Ser Lys Asp val lie Arg Gin 
65 70 75 80 

Leu Leu Pro Lys Ala Pro Pro Leu Arg Glu Leu lie Asp Gin Tyr Asp 
85 90 95 

val Gin Arg Asp Asp Ser ser Asp Gly Ser Leu Glu Asp Asp Asp Tyr 
100 105 110 

His Ala Thr Thr Glu Thr lie lie Thr Met Pro Thr Glu Ser Asp Phe 
115 120 125 

Leu Met Gin val Asp Gly Lys Pro Lys Cys Cys Phe Phe Lys Phe Ser 
130 135 140 

ser Lys lie Gin Tyr Asn Lys val val Lys Ala Gin Leu Trp lie Tyr 
145 150 155 160 

Leu Arg Pro Val Glu Thr Pro Thr Thr Val Phe Val Gin lie Leu Arg 
165 170 175 

Leu lie Lys Pro Met Lys Asp Gly Thr Arg Tyr Thr Gly lie Arg ser 
180 185 190 

Leu Lys Leu Asp Met Asn Pro Gly Thr Gly lie Trp Gin Ser lie Asp 
195 200 205 

Val Lys Thr val Leu Gin Asn Trp Leu Lys Gin Pro Glu Ser Asn Leu 
210 215 220 

Gly lie Glu He Lys Ala Leu Asp Glu Asn Gly His Asp Leu Ala val 
225 230 235 240 

Thr Phe Pro Gly Pro Gly Glu Asp Gly Leu Asn Pro Phe Leu Glu Val 
245 250 255 

Lys Val Thr Asp Thr Pro Lys Arg Ser Glu Pro Lys Ser Cys Asp Lys 
260 265 270 

Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro 
275 280 285 
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ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met lie Ser 
290 295 300 

Arg Thr Pro Glu val Thr Cys val val val Asp val Ser His Glu Asp 
305 310 315 320 

Pro Glu Val Lys Phe Asn Trp xyr val Asp Gly val Glu val His Asn 
325 330 335 

Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser Thr Tyr Arg val 
340 345 350 

val Ser val Leu Thr val Leu His Gin Asp Trp Leu Asn Gly Lys Glu 
355 360 365 

Tyr Lys Cys Lys val Ser Asn Lys Ala Leu Pro Ala Pro lie Glu Lys 
370 375 380 

Thr lie Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin Val Tyr Thr 
385 390 395 400 

Leu pro pro Ser Arg Glu Glu Met Thr Lys Asn Gin val Ser Leu Thr 
405 410 415 

Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp lie Ala val Glu Trp Glu 
420 425 430 

Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro val Leu 
435 440 445 

Asp Ser Asp Gly Ser Phe Phe Leu Tyr ser Lys Leu Thr val Asp Lys 
450 455 460 

Ser Arg Trp Gin Gin Gly Asn val Phe Ser Cys Ser val Met His Glu 
465 470 475 480 

Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu Ser Pro Gly 
485 490 495 



Lys 



<210> 23 

<211> 491 

<212> PRT 

<213> chimera 

<400> 23 
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Met Gin Lys Leu Gin Leu Cys val Tyr lie Tyr Leu Phe Met Leu lie 
15 10 15 

val Ala Gly Pro Val Asp Leu Asn Glu Asn Ser Glu Gin Lys Glu Asn 
20 25 30 

Val Glu Lys Glu Gly Leu Cys Asn Ala Cys Thr Trp Arg Gin Asn Thr 
35 40 45 

Lys ser Ser Arg lie Glu Ala lie Lys lie Gin lie Leu Ser Lys Leu 
50 55 60 

Arg Leu Glu Thr Ala Pro Asn lie Ser Lys Asp Val lie Arg Gin Leu 
65 70 75 80 

Leu Pro Lys Ala Pro Pro Leu Arg Glu Leu lie Asp Gin Tyr Asp Val 
85 90 95 

Gin Arg Asp Asp Ser ser Asp Gly Ser Leu Glu Asp Asp Asp Tyr His 
100 105 110 

Ala Thr Thr Glu Thr lie lie Thr Met Pro Thr Glu Ser Asp Phe Leu 
115 120 125 

Met Gin val Asp Gly Lys Pro Lys Cys Cys Phe Phe Lys Phe Ser Ser 
130 135 140 

Lys lie Gin Tyr Asn Lys val Val Lys Ala Gin Leu Trp lie Tyr Leu 
145 150 155 160 

Arg Pro val Glu Thr Pro Thr Thr Val Phe Val Gin lie Leu Arg Leu 
165 170 175 

lie Lys Pro Met Lys Asp Gly Thr Arg Tyr Thr Gly lie Arg Ser Leu 
180 185 190 

Lys Leu Asp Met Asn Pro Gly Thr Gly lie Trp Gin ser lie Asp val 
195 200 205 

Lys Thr Val Leu Gin Asn Trp Leu Lys Gin Pro Glu Ser Asn Leu Gly 
210 215 220 

lie Glu lie Lys Ala Leu Asp Glu Asn Gly His Asp Leu Ala val Thr 
225 230 235 240 

Phe Pro Gly Pro Gly Glu Asp Gly Leu Asn Pro Phe Leu Glu val Lys 
245 250 255 
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Val Thr Asp Thr Pro Lys Arg Ser Asp Lys Thr His Thr Cys Pro Pro 
260 265 270 

Cys Pro Ala Pro Glu Ala Leu Gly Ala Pro Ser val Phe Leu Phe Pro 
275 280 285 

Pro Lys Pro Lys Asp Thr Leu Met lie Ser Arg Thr Pro Glu val Thr 
290 295 300 

Cys val val val Asp val ser His Glu Asp Pro Glu val Lys Phe Asn 
305 310 315 320 

Trp Tyr Val Asp Gly val Glu Val His Asn Ala Lys Thr Lys Pro Arg 
325 330 335 

Glu Glu Gin Tyr Asn Ser Thr Tyr Arg val val Ser Val Leu Thr val 
340 345 350 

Leu His Gin Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser 
355 360 365 

Asn Lys Ala Leu Pro Ala Pro lie Glu Lys Thr lie Ser Lys Ala Lys 
370 375 380 

Gly Gin Pro Arg Glu Pro Gin val Tyr Thr Leu Pro Pro Ser Arg Glu 
385 390 395 400 

Glu Met Thr Lys Asn Gin Val Ser Leu Thr Cys Leu val Lys Gly Phe 
405 410 415 

Tyr Pro Ser Asp lie Ala val Glu Trp Glu Ser Asn Gly Gin Pro Glu 
420 425 430 

Asn Asn Tyr Lys Thr Thr Pro Pro val Leu Asp Ser Asp Gly Ser Phe 
435 440 445 

Phe Leu Tyr Ser Lys Leu Thr val Asp Lys Ser Arg Trp Gin Gin Gly 
450 455 460 

Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr 
465 470 475 480 

Thr Gin Lys Ser Leu Ser Leu Ser Pro Gly Lys 
485 490 
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